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(A) 



GTACTGGAAGGGCTAATTCACTGCATG 
CATGACCTTCCCGATT AAGTGAC GTAC 




CATGCTGTQGAAAATCTCTAGCAQTAC 
GTACGACACCTTTTAQAGATCQTCATG 



Donor DNA (2LTR-EGFP; 2650 bp) 



(B) 

Integration products: 




Acceptor DNA (pPPOsite or pBSH 3000bp) 
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Fig. 1 



wo 2005/068641 



PCT/GB2005/000115 



fl(-)Ori 



jnpR (bli 




MCSgiPpo-oUgo 



Pleo 



2/6 



fl (•) on 



AinpR (bla] 



pUCori 




EcoRV(697) 



IN/dN 



pUCori 



Xbal(1610) 



n(.)Ori 



n(-)ori 




MCS m 5* LTR, 3'LTR 



pUCori 



Aiiq)R(bla' 




Seal (697) 
J'riple-promoter 



AmpRCbh 




EooRV (697) 
Spel(710) 

I-PpoI/iraSA 

Spel(1300) 



pUCori 



Plao 



fl (-) ori 



AmpR (bla 



Pad (697) 



pUCori 



:al(3390)^ tenn. 



GFP-cassette 



pUC origin 




lacpromoter ^ ^pel 

^oI/H98A 
^Sfil(2144) 



Fig. 2 



SUBSTITUTE SHEET (RULE 26) 



wo 2005/068641 



PCT/GB200S/000115 



3/6 




Fig. 3 



SUBSTITUTE SHEET (RULE 26) 



wo 2005/068641 



PCT/GB200S/000115 





Fig. 4 



SUBSTITUTE SHEET (RULE 26) 



n7#^ '%n.£\^ A -t 

WO 2005/068641 


l/lroZUU3/UUUllD 




5/6 


pcnppo_h98 a- cons 


CCCTTTTCTATTAGTUVCCGGATAACATCJ^CGGCAAAACGTGCACAGCAT^ 


M38131 


CCCTTTTCTATTAGAACCGGATAACATCAACGGCARAACCTGCACAGCATCGCAC^ 


pcnppo6_H98A 


CCCTTTTCTATTAGAACCGGATAACATCAACGGCAAAACCTGCAa^^ 




*************************************** ********* ***** 




(1) (2) 




GCN-> His98A mutation 


pcnppo li98 a—cons 


TCATAATACTCGATGCCACAATCCCTTGCACTTGTGCTGGGAGTCACTAGACGACAACAA 


M38131 


TCAT7^ACTCGATGCCAC7VATCCCTTGCACTTGTGCTGGGAGTCACTAGACGACAACy\A 




TCaiTAATACTCGATGCCaCAATCCCTTGCACTTGTGCTGGGAGTC^ 




************************************************************ 


pcnppo_h98 a-cons 


AGGCAGAAACTGGTGCCCGGGTCCCAACGGGGNATGTGTCCATGCGGTGGTTTGTTTAAG 


M38131 


AGGa\GAAACTGGTGCCCGGGTCCCAACGGGGC3VTGTGTCCATGCGGTGGTTTGTTTAM 


pcnppo 6_H98A 


AGGCAGTTTGACCAGCCCGGGTCCCAACGGGGGATGTGTCCATGCGGTGGTTTGTTTAAG 




****** ****************** *************************** 
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C AGT j ACTG GA AGG GCT AAT TCA CT GCATG 
CATGG TCA j TGA CCT TCC CGA TTA AGT GA C - Sphl 

I 

Seal 

I 

C TGT GGA AAA TCT CTA GC AGT ^CT A 
GTACG ACA CCT TTT AGA GAT C GTCA j TGA TGATC - Spel 

Seal 



Fig. 6 



